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cardiac puncture. The antibodies were conﬁrmed by Western
blots and Multiplex Microbead Assay (MMA).
The best humoral response was shown by hspx-pND
vaccinated animals both on Western blots and MMA. Fairly
positive response was obtained in animals vaccinated with
esat6-pND14 and (ag85 a, b and c)-pND vaccines. Whereas
undetectable level of antibodies from cfp10-pND vaccinated
animals were produced.
In general the results of this study are promising but need
more animal studies before the constructs go to clinical
trials.
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The aims of the study were to evaluate the frequency
of mutations in katG, rpoB, gyrA and gyrB genes for
Mycobacterium tuberculosis (MTB) strains resistant to
isoniazid (INH), rifampin (RIF) and oﬂoxacin (OFL) and to
compare genetic diversity of MTB strains with multiple
drug resistance (MDR), OFL resistance and susceptible to
all antituberculous drugs.
MTB strains isolated in St. Petersburg in 2008 were studied
using DNA-sequencing and spoligotyping methods. 45 INH-
resistant, 37 RIF-resistant strains were analyzed to detect
the frequency of mutations in katG and rpoB genes, and
30 OFL-resistant MTB strains were analyzed to detect the
frequency of mutations in gyrA and gyrB genes. 30 OFL-
resistant strains, 41 MDR-TB strains and 30 MTB strains
susceptible to all drugs were selected in a random way for
spoligotyping.
Mutations in codons 531, 516, 522, 526 of rpoB gene were
identiﬁed in 88% of RIF-resistant strains, 93% INH-resistant
strains had mutation S315T in katG gene. 57% of OFL-
resistant isolates had mutations in QRDR of gyrA gene; there
were no mutations within sequenced region of gyrB gene
among 30 OFL-resistant MTB isolates. Thus 43% of studied
OFL-resistant strains did not have mutations neither within
gyrA gene, nor within gyrB gene.
Spoligotyping showed that majority of studied OFL-resistant
isolates (90%) belonged to Beijing family. Most of MDR-TB
isolates (85%) belonged to Beijing family and only 60% of
susceptible MTB isolates were members of Beijing family.
Detection of mutations in katG and rpoB genes may be
reliable markers for identiﬁcation of INH- and RIF-resistance
of MTB strains, while detection of mutations in QRDR region
of gyrA gene allows to discover at least 50% of OFL-resistant
MTB strains. Low genetic diversity was detected among OFL-
resistant and MDR isolates. MTB strains belonged to Beijing
family possess OFL resistance and MDR signiﬁcantly more
often than other genotypes.
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Background: Mycobacterium tuberculosis complex and
nontuberculous mycobacteria (NTM) are differently
clinically and they do not discriminate by direct staining and
traditional biochemical test not only can produce equivocal
results but also take a long time and newer techniques
like High performance Liquid chromatography, Molecular
prospective are more sophisticated method that requires
expensive equipment. We evaluated the clinical usefulness
of the New Immunochromatographic Assay (ICA) by Mouse
Monoclonal anti-MPT64 (SD Bioline TB Ag MPT64 Kit) for
Simple and Rapid Discrimination between Mycobacterium
tuberculosis complex and nontuberculous mycobacteria in
Clinical Isolates.
Methodology: A total of 102 consecutive BACTEC Culture
(BACTEC 12 B vial), which gave positive in BD 460 TB
System (Becton Dickinson, Sparks, MD, USA) from Clinical
Isolates during July 2009 to March 2010. A volume of 100 ul
of BACTEC Media was subjected to SD TB Ag MPT64 Rapid Kit
(Standard Diagnostics) ICA. In brief, this method required
an aliquot of the Media to place in to the ICA well, followed
by 15 min waiting period for binding to occur. Results were
read as positive for Mycobacterium tuberculosis complex by
observing presence of line of precipitation in the control as
well the test pad.
Results: A total of 102 BACTEC Culture positive samples
were tested; the results were 68 (66.7%) positives
(Mycobacterium tuberculosis complex) and 34 (33.3%) were
Negative (Nontuberculous mycobacteria) in the isolates.
The overall performance was excellent, simple, easily
disseminate, rapid and less time consuming.
Conclusion: ICA is simple, rapid detection, less
time consuming and easily discrimination between
Mycobacterium tuberculosis complex and nontuberculous
mycobacteria (NTM) and it will help in early diagnosis and
appropriate management of tuberculosis.
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One of the key aspects of tuberculosis control is
rapid identiﬁcation of infected patients. Simultaneous
Ampliﬁcation and Testing (SAT) is a rapid test method based
on real-time isothermal nucleic acid ampliﬁcation, which
can be used directly on processed clinical specimens.
We compared SAT results for 203 respiratory samples with
the results of the conventional AFB culture method. All
of the non-consistent samples by these two methods were
tested again by real-time PCR.
Of the total 203 samples, 34 were culture and SAT positive,
147 were culture and SAT negative. Of the 3 culture positive
and SAT negative samples, all 3 were PCR negative as well.
Of the 18 culture negative and SAT positive samples, 12
were PCR positive.
The sensitivity and speciﬁcity of SAT with culture and PCR
were 94% and 96%, respectively.
